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Abstract: Biological rhythms can influence the activity of bioactive compounds, and at the same time,
the intake of these compounds can modulate biological rhythms. In this context, chrononutrition
has appeared as a research field centered on the study of the interactions among biological rhythms,
nutrition, and metabolism. This review summarizes the role of phenolic compounds in the modulation
of biological rhythms, focusing on their effects in the treatment or prevention of chronic diseases.
Heterotrophs are able to sense chemical cues mediated by phytochemicals such as phenolic compounds,
promoting their adaptation to environmental conditions. This is called xenohormesis. Hence, the
consumption of fruits and vegetables rich in phenolic compounds exerts several health benefits, mainly
attributed to the product of their metabolism. However, the profile of phenolic compounds present
in plants differs among species and is highly variable depending on agricultural and technological
factors. In this sense, the seasonal consumption of polyphenol-rich fruits could induce important
changes in the regulation of physiology and metabolism due to the particular phenolic profile that
the fruits contain. This fact highlights the need for studies that evaluate the impact of these specific
phenolic profiles on health to establish more accurate dietary recommendations.

Keywords: chrononutrition; biological rhythms; polyphenols; health benefits; diseases; metabolic
syndrome; nutrition

1. Introduction

1.1. Biological Rhythms (Circadian and Seasonal)

Biological rhythms, which are present in all organisms and include circadian and circannual
rhythms, are closely related to metabolism and nutrition. In this framework, light plays a pivotal role
in relevant changes in the physiological and metabolic signaling pathways that drive the behavior of
organisms [1,2]. Moreover, light modulates seasonal-specific behaviors such as reproduction, migration,
hibernation, germination or blossom according to the period and organism [3–5]. The presence of
endogenous rhythms has clearly been an advantage in evolution beginning with cyanobacteria, which
represent one of the earliest and most primitive organisms that presents these types of regulatory
processes [6]. Nevertheless, although it is known that these reactions are highly regulated by
light-induced gene expression, the mechanisms involved are still not clearly identified. In this sense,
there is growing evidence that factors affecting the biological clock, such as gene polymorphisms of
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the core clock machinery and seasonal changes in the light–dark cycle, exert a marked influence on
physiological activity.

In recent years, it has been observed that biological rhythm can influence the biological activity of
bioactive compounds or nutrients from the diet. Moreover, the intake of nutrients can also modulate
biological rhythms. Based on this concept, some authors have reported that the first meal after
long-term fasting, such as breakfast, is important for the synchronization of the clock [7]. Furthermore,
it is worth highlighting that bioactive compounds such as polyphenols from the diet can also interact
with the clock, establishing an accurate time-point for their consumption according to the active
signaling pathways [8]. Recently, a link between circadian rhythms, the microbiome, and obesity has
been reported in which the gut microbiome is understood as an endocrine system that, linked with
circadian rhythms, may influence obesity [9]. In addition, the consumption of functional foods has been
shown to have beneficial effects by preventing or ameliorating many chronic physiological diseases,
such as obesity and associated metabolic syndrome, at least in part through the modulation of circadian
rhythms [10]. All these findings show the importance of circadian rhythms in the physiological
and metabolic response of our body and how we can use this knowledge to prevent or ameliorate
pathologies such as metabolic syndrome.

1.2. Molecular Mechanism

Circadian rhythms ensure that all processes present maximum and minimum values of
functionality throughout the day. Currently, it is accepted that the molecular mechanism that drives
biological rhythms is composed of a set of two interlocking transcriptional–translational feed-back
loops, circadian locomotor output cycles kaput (CLOCK) and brain and muscle ARNT-like protein 1
(BMAL1). The CLOCK/BMAL1 heterodimer is the common central clock in all cells and stimulates
the transcriptional activity of three period (Per) and two cryptochrome (Cry) genes [9]. The PER/CRY
heterodimer acts as a negative feedback loop of Clock/Bmal1 transcriptional expression [11]. Moreover,
the CLOCK/BMAL1 heterodimer activates Bmal1 gene expression. Additionally, there are two feedback
loops, Rorα and Rev-erbα, whose expressions are regulated by CLOCK/BMAL1. RORα and REV-ERBα
act as activators and inhibitors of Bmal1, respectively (Figure 1).
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Figure 1. Molecular mechanisms of biological rhythms. The circadian locomotor output cycles
kaput/brain and muscle ARNT-like protein 1 (CLOCK/BMAL1) heterodimer is the central clock in
all cells and stimulates the transcriptional activity of the period (Per) and cryptochrome (Cry) genes,
whose heterodimer acts as a negative feedback loop of Clock/Bmal1 transcriptional expression. The two
feedback loops of Rorα and Rev-erbα expression are regulated by CLOCK/BMAL1.
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On the other hand, the CLOCK/BMAL1 loop induces the transcription of clock-controlled genes
(CCG). The activity of this loop determines the circadian rhythm expression of these CCGs and,
therefore, the metabolic and functional cellular rhythms. In addition, there is an epigenetic loop,
which involves sirtuin 1 (SIRT1), nicotinamide phosphoribosyltransferase (Nampt), and nicotinamide
adenine dinucleotide (NAD+). Nampt, a CCG gene overexpressed by CLOCK/BMAL1, increases
the intracellular concentration of NAD+ with the consequent activation of SIRT1, which induces the
deacetylation of BMAL1 and histones, suppressing the transcriptional activity of CLOCK/BMAL1.
In addition to NAD, other major intracellular biochemical components with a clock regulator function
are monophosphate-activated protein kinase (AMPK) and cyclic adenosine monophosphate (cAMP).
There are specific CCGs according to the cell type [12]. Thus, the molecular clock controls cellular
functionality and metabolism via CCGs through metabolic pathways or transcriptional factors
and nuclear receptors, which induce the expression of enzymes and other metabolic factors [13,14].
Furthermore, light regulates all these processes, triggering the activation of different signaling pathways
in the body (Figure 2). In this regard, melatonin plays a pivotal role during the dark cycle, turning off

the light-cycle metabolism.
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Figure 2. Effect of light on biological rhythms. Light regulates biological rhythms through the activation
of the suprachiasmatic nucleus, which actives superior cervical ganglia, which triggers different
signaling pathways in the body, such as pathways that modulate thermoregulation, metabolism,
motion, activity, and hormone secretion. In the dark period, the pineal gland synthesizes melatonin,
which inhibits the action of the suprachiasmatic nucleus.

It is well established that mutants in Clock and Bmal1 result in an abnormal metabolic phenotype,
characterized by obesity, metabolic syndrome, and type 2 diabetes. These disorders occur due to
hypoglycemia and elevated glucose clearance after acute glucose administration in the pancreas [15],
hyperglycemia and reduced glucose tolerance in the pancreas [16], decreased insulin-dependent
glucose metabolism in the skeletal muscle [17], and abnormal polyunsaturated fatty acid secretion
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from adipocytes [18], regulating hypothalamic appetite centers in white adipose tissue-specific clock
disruption. In recent years, our group has studied circannual rhythms in metabolic homeostasis by
analyzing seasonal fluctuations in glucose and lipid metabolism [19] as well as several comorbidities
related to obesity, including hypertension and insulin resistance. Our studies focused on how biological
rhythms can modulate these pathological parameters by regulating the signaling pathways associated
with the circadian rhythm-related genes Cry1, Bmal1, Per2, and Nr1d1 [20]. The present review
summarizes the role of polyphenols in the modulation of biological rhythms, with potential focus on
the treatment or prevention of chronic diseases such as metabolic syndrome.

2. Chrononutrition

2.1. Definition

In the last few years, there has been increasing recognition of the impact of the biological clock
on nutrition, with different effects on energy balance and metabolism and influences on health and
diseases. This concept has led to the development of a new discipline known as chrononutrition [21],
which was first mentioned in a Japanese book about nutrition and health published in 2005 [22].
Since then, chrononutrition has emerged as a research field focused on the study of the interactions
between biological rhythms, nutrition, and metabolism [21]. Specifically, chrononutrition involves not
only how the timing of food intake and biological rhythms may affect health, metabolism, and nutrition
but also on how nutrition (composition and size of meal) may affect our internal clock system [23].

The majority of the clinical studies carried out in this field have mainly focused on the effects of
meal timing. In this regard, it has been observed that meal timing patterns such as skipping breakfast,
consuming higher-energy meals in the evening, and greater eating and snack frequency are linked
with a higher risk of being overweight or obese and with adverse metabolic effects in humans [24].
In fact, changes in circadian eating patterns result in increased energy intake in both humans and
rodents [25–30]. Moreover, differential effects on weight loss have been shown after meal-timing
variations in overweight and obese women [31]. On the other hand, short sleep duration has been
associated with the development of different chronic diseases such as hypertension, type 2 diabetes,
and obesity [32–34]. The mechanisms underlying these effects are not yet fully understood. However,
in recent years, various studies have provided new insights. Circadian rhythm alterations lead to
increased glucose and insulin levels as well as increased arterial pressure, decreased leptin levels, sleep
deficiency, and altered cortisol secretion rhythm [35]. Leptin signaling, which modulates satiety, exhibits
circadian variation and may link clock gene fluctuations with metabolic diseases such as diabetes
and obesity [35]. Indeed, unusual food intake timing has been linked to altered satiety signals and
reduced serum leptin levels [25,36,37]. This reduction in leptin levels leads to increased appetite while
reducing energy expenditure and therefore promotes the development of obesity and other metabolic
disorders [35]. Another factor that may explain the influence of circadian clocks on metabolism
modulation is the effects on thermogenesis and energy expenditure [25]. Thus, thermogenesis is
induced by meal intake and follows a circadian rhythm, being highest in the morning, followed by the
afternoon and night [25]. Hence, this may explain why skipping breakfast is linked to increased body
weight. Recently, it has been shown that this increased diet-induced thermogenesis in the morning
may be due to the circadian rhythmicity of circulating norepinephrine and epinephrine, with increased
values in the morning; these compounds are known to influence food intake modulation [38,39].
Moreover, in a study of healthy individuals, the same meal consumed in the evening resulted in a
lower resting metabolic rate (RMR) and increased glycemic/insulinemic response, suggesting circadian
variations in energy expenditure and metabolic pattern [40]. The hunger hormone ghrelin has also
shown circadian oscillation, with the lowest levels in the morning, and modulates energy expenditure
and thermogenesis via the suppression of brown fat thermogenesis [38].
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2.2. Macronutrients and Bioactives

On the other hand, as mentioned above, dietary patterns may affect our biological rhythms [23,41].
Hence, the expression levels of clock genes, such as Per1/Per2, showed variations in the liver with
daytime feeding [42,43]. Moreover, the absence of feeding rhythmicity together with the absence of
adrenal hormones depleted hepatic clock gene rhythms [44]. Nutrients and food factors can also
modulate cellular circadian clocks or clock systems throughout the body. Thus, high-fat diet (HFD)
consumption leads to increased food ingestion during the light period in mice, which may contribute
to alterations in body weight regulation and to altered circadian patterns of circulating metabolic
markers such as leptin and insulin, clock-regulating nuclear factors RORα and PPARα, hypothalamic
neuropeptides AgRP and NPY, and factors involved in lipid metabolism [45]. In addition, HFD
consumption has been reported to alter AMPK kinase signaling, which is activated in situations of
energy shortage, leading to aberrant clock gene expression in comparison with the expression associated
with a normal diet [46]. This HFD-mediated AMPK signaling alteration was improved in mice with
time-restricted feeding despite equivalent caloric consumption as those with ad libitum access, leading
to protection against obesity, hyperinsulinemia, hepatic steatosis, and inflammation [47,48]. In addition,
HFD consumption in mice under constant darkness also alters the circadian locomotive rhythms,
increasing their locomotive activity [45]. In humans, changes in dietary carbohydrate and fat percentage,
from 55% carbohydrate–30% fat to 40% carbohydrate–45% fat, led to alterations in cortisol circadian
oscillation, inflammatory and metabolic gene expression profiles, and PER gene expression rhythms
in monocytes [49]. This study highlights the importance of not only the type of diet but also the
proportion of its constituents. High salt (HS) diets have also been shown to affect biological rhythms.
Thus, HS feeding showed alterations in intrarenal circadian rhythmicity with a significant delay in the
peak expression of Bmal1 and Cry1 and Per2 expression suppression in the renal inner medulla [50].

Recently, the gut microbiota has emerged as a key factor in metabolic modulation, and its potential
influence on circadian rhythms is critical because it regulates the energy derived from food and
modulates the levels of host- and diet-derived products [51]. Thus, changes in the gut microbiota
induced by diet can affect the gut clock, influencing the organism’s homeostasis. Indeed, gut microbiota
composition undergoes circadian oscillations in both mice and humans [51,52]. The microbiota also
seems to influence several neuronal functions, and therefore, it may be possible that the central clock
or different brain areas receive “nutritional” information in a cyclic manner through gut microbiota
interplay [51,53,54].

Regarding individual nutrients contained in foods, the potential effect of some amino acid residues
on sleep/wake cycle alterations has been evaluated. Thus, the consumption of 3 g L-serine 30 min
before bedtime combined with bright-light exposure during the morning has been shown to be useful
for enhancing light-induced phase resetting in humans [55]. Moreover, it is known that tryptophan is
involved in sleep regulation since it is a precursor of serotonin and melatonin, hormones involved in
sleep latency and quality, respectively [56]. Thus, the consumption of tryptophan-enriched cereals
(60 mg tryptophan twice a day in the morning and at night) has been shown to increase sleep efficiency,
actual sleep time, and immobile time in elderly people aged 55–75 years old [56]. Moreover, the
consumption of cereals enriched with tryptophan, adenosine-5′-phosphate, and uridine-5′-phosphate
at night increased sleep efficiency in infants 8–16 months old with sleep problems [57]. In addition,
a diet rich in cherries or cherry juice, which contain a high concentration of tryptophan, serotonin, and
melatonin, can also produce beneficial effects on sleep/wake rhythms in both middle-aged and elderly
people, for example, reducing insomnia or increasing sleep time and efficiency [58–61]. However,
their beneficial effects are dependent on the type of cherry cultivar [58]. In addition to tryptophan,
other compounds contained in cherries could be involved in their effects, such as phytomelatonin, the
original melatonin of plants, or polyphenols [59,60]. Moreover, fruits rich in serotonin may also help
with sleep problems. Thus, the consumption of 2 kiwis 1 h before bed for 4 weeks has been shown to
improve sleep quality in adults with sleep disturbances [62].
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2.3. Xenohormesis

In addition to nutrients, heterotrophs are able to sense chemical cues mediated by non-nutrients
synthesized by plants under adverse conditions, also called phytochemicals, promoting the adaptative
capacity of these organisms. This process is known as xenohormesis [63,64]. In fact, some of these
phytochemicals, such as polyphenols, have been associated with the prevention and/or treatment of
chronic diseases, such as hypertension, cancer, diabetes, obesity, and other medical conditions [65].

3. Phenolic Compounds: Eating Patterns and Diseases

Regarding xenohormesis, one of the most important groups of phytochemicals is composed of
phenolic compounds. These are secondary metabolites produced by plants in response to several
types of stress: drought, high or low temperatures, microbial infections or consumption by herbivores,
among others [66–70].

There are thousands of phenolic compounds described in plants that have the presence of at
least one phenolic ring in common (more than 8000 described structures) [71]. These compounds can
be divided into two main groups based on their chemical structure: flavonoids and nonflavonoids.
Flavonoids are the most widely distributed compounds [72].

Figure S1 shows the main classes of phenolic compounds within these two categories. In general,
these compounds can be found in plants as polymeric forms and/or linked to sugars [73]. For example,
high-molecular-weight condensed tannins, also known as proanthocyanidins, are polymers composed
of repetitions of flavanol units [74].

There are several health benefits derived from the consumption of fruits and vegetables rich in
phenolic compounds [72,75]. Furthermore, these compounds confer bitterness, astringency, flavor, color,
and oxidative stability to fruits and vegetables. In this sense, polyphenols are primarily responsible for
the red colors and bitterness of wine.

3.1. Phenolic Contents in Vegetable Products

Fruits, cocoa products, and beverages, such as tea and wine, are the main sources of phenolic
compounds in the human diet [72,76]. These compounds are located throughout the plant, including
the roots, leaves, and fruits. Thus, leaves and stems contain higher amounts of these compounds,
primarily in their monomeric form, while polymeric polyphenols are present in the vacuoles, leaves,
epidermis, flowers, and fruits.

Table S1 shows the total polyphenol contents determined by the Folin–Ciocalteau assay and
obtained from the Phenol-Explorer database [77–79]. Among the fruits and vegetables included
in Table S1, cocoa, beans, and walnuts had the highest polyphenol content (5624.23, 1234.38, and
1574.82 mg/100 g FW, respectively). Other sources rich in phenolic compounds are pomegranates,
plums, strawberries, and oranges, whose polyphenol contents range from approximately 400 to
280 mg/100 g FW. It must be taken into account that these values are the average of few reported
independent studies, so these values can differ due to several factors.

The profile of phenolic compounds present in plants differs among species. In this regard, citrus
fruits are rich in flavanones and flavones such as naringenine and hesperidin [80], while high-colored
fruits such as cherries, grapes, and berries are rich in anthocyanins such as cyanidin and malvidin [81];
additionally, beverages such as wine, coffee, and tea contain high amounts of flavanols such as
epigallocatechin gallate, catechin, and epicatechin [82]. These last compounds are usually found in
vacuolar juices and in the epidermis [72,83]. Among the nonflavonoids, lignans (e.g., pinoresinol and
matairesinol) are widespread in seeds and nuts [83].

3.2. Factors Affecting Polyphenol Composition

As previously explained, several factors can affect the content of phenolic compounds within the
same species. In fact, both agricultural and technological factors have been shown to influence the
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phenolic profiles of plants. Within these two groups, variety, environment, soil fertilization, irrigation
system, and ripening stage are the main agricultural factors. On the other hand, postharvest treatments
arise within the technological factors.

Among all the factors, variety is one of the most important because it strongly conditions the
profile of phenolic compounds. For example, in the literature, more than 7500 different apple varieties
are described [84], and as Kalinowska et al. describe [85], the content of their phenolic compounds
varies deeply. For instance, the total phenolic content can range from 56 mg GAE/100 g FW in Gala
apples to 221 mg GAE/100 g FW in Panaia apples [86]. Interestingly, these two apples are red varieties.
Francini and Sebastiani (2013) suggest that the genetic variability between different apples has an
important impact on the phenolic profile [87]. Some of these changes can be explained by the expression
of genes involved in the biosynthetic pathway of phenolic compounds, which differ between varieties.
For example, in grapes, a lack of expression of the anthocyanidin 3-O-glucosyltransferase 2 (UFGT)
gene, an enzyme crucial for the synthesis of anthocyanins [88], is observed in the white varieties
compared to the red varieties.

Environmental factors also modulate the phenolic composition of fruits and vegetables.
For instance, water availability, temperature, light exposure, and soil salt are described as important
modulators of phenolic synthesis [66–70]. In fact, fruits from the same variety cultivated in different areas
present different contents of phenolic compounds [89]. For example, Häkkinen and Törrönen observed
significant differences in the total phenolic contents in berries cultivated in Finland (49.3 mg/100 g FW)
compared to those cultivated in Poland (36.1 mg/100 g FW) [89]. These results highlight the importance
of environmental factors in the content of phenolic compounds in plants.

Finally, regarding agronomical factors, controversial results have been observed in organic
cultivation concerning phenolic content. Hence, some studies have shown that this agricultural
practice increases the amount of phenols in the cultivar. For example, Stracke et al. showed that
“Golden Delicious” apples from organic cultivars had 14%–19% greater phenolic content than apples
from nonorganic cultivars [90]. However, in the study of Winter et al. [91], the authors concluded
that inconsistent differences exist between organic and conventional cultivars. In another study,
Mulero et al. [92] described that although significant differences were observed between unripe organic
and nonorganic grape cultivars, these differences disappeared when grapes reached the ripening stage.
Therefore, more research is needed in this field.

Technological factors include all post-harvesting treatments, such as cleaning, storage,
antimicrobial treatments, and minimal processing. In this sense, the mixture of gasses used during
storage can modulate the synthesis of phenolic compounds. Moreover, wounding of plants during
harvesting induces the production of phenolic compounds as a mechanism of defense [93].

Taking into consideration all these facts, it is evident that the profiles of phenolic compounds
of fruits and vegetables are highly variable. Therefore, it is plausible to consider that local fruits
cultivated in specific areas and following determined agricultural practices will have a specific profile
of phenolic compounds. In relation to the xenohormesis theory, the external signals conferred by these
plant polyphenols may prepare the body for the local upcoming processes. All this may reinforce the
consumption of local products because it may provide some benefits to the organism compared to
other fruits.

3.3. Polyphenols and Diseases

As shown in Table S1, the beneficial effects of fruits and vegetables rich in phenolic compounds are
wide, and these phytochemicals exert anti-inflammatory, antioxidant, anticarcinogenic, cardioprotective,
and antihypertensive activities, among others. The mechanisms underlying these effects are based on
the capacity of these compounds to modulate basic biochemical pathways related to inflammation and
lipid and energy metabolism [94]. Moreover, these compounds can exert their action through epigenetic
mechanisms. For instance, these compounds have been observed to regulate miRNA expression [95].
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The health effects of fruit and vegetable consumption are partially attributed to specific polyphenols
in each plant that can act as bioactive compounds. For example, the flavanols (+)-catechin and
(-)-epicatechin are some of the main bioactives present in very common fruits, such as apples, cocoa,
and grapes [72,82,94,96–108]. However, in citrus fruits such as oranges and lemons, these activities
are related to the flavanones hesperidin and naringenin [72,97,109–111]. It is important to highlight
that the health effects of polyphenols are mainly attributed to the product of their metabolism. In this
sense, polyphenols are extensively conjugated in the small intestine and the liver by specific enzymes
to generate glucuronide, sulfate, and methylated derivatives. Most of the polyphenols are not
absorbed in the small intestine and reach the colon, where they are subjected to the activity of the gut
microbiota [112,113]. Therefore, in addition to the agricultural and technological factors that influence
the contents of polyphenols in plants, host internal factors such as the microbiota or enzyme activities
may also have an impact on the effects of these compounds.

3.4. Eating Patterns

Traditionally, fruits and vegetables were produced and consumed during a limited season due to
the climatic conditions of each cultivar. For example, the ripening of cherries and strawberries was
limited to spring, whereas orange ripening limited the production to autumn and winter. However,
currently, these patterns are changing because of the globalization that allows for the consumption
of vegetable and fruit products throughout the year. For example, Spain is the major producer
of oranges in the European Union (EU), producing an estimated 55% of oranges. However, this
production is limited to the autumn and winter seasons. Thus, during the rest of the year, oranges in
the EU are imported from countries in the south hemisphere, such as South Africa, Argentina, and
Uruguay [114]. This allows for the maintenance of this product in the markets throughout the year.
In addition, the production of fruits and vegetables in greenhouses also contributes to avoiding the
seasonality of some products. For example, tomatoes and cucumbers can be found in the market all
year due to this agricultural practice [115]. However, it must be taken into account that some of these
fruits and vegetables that are imported are harvested before reaching maturity (climacteric fruits).
Moreover, those that are produced in greenhouses undergo different postharvesting treatments than
fruits traditionally cultivated. Thus, considering that these are important factors affecting phenolic
synthesis, the contents of phenolic compounds can change, and consequently, this may also modify the
health effects derived from their consumption.

4. Mechanisms Implicated in the Modulation of Metabolism by Seasonal Consumption of
Polyphenol-Rich Fruits

As explained above, taking into account that each plant contains a distinctive composition of
(poly)phenols based on the environment in which they were harvested, it is plausible to believe that
seasonal consumption of polyphenol-rich fruits could induce marked changes in the regulation of
physiology and metabolism depending on when they are consumed. Actually, it has been confirmed
that both circannual and circadian rhythms influence the health outcomes of polyphenols. Figure 3
schematizes the interaction between gene regulation of biological rhythms, seasonal variation of plant
polyphenols composition, and health seasonal effects. However, there is still a lack of information
about this fact, and scarce studies can be found in the literature. Table 1 shows a compilation of dietary
interventions and their health effects modulated by circadian and circannual rhythms.
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4.1. Circannual Rhythms

In this sense, recent studies performed in dietary-induced obese F344 rats demonstrated that
the consumption of sweet cherry Prunus avium L. for ten weeks exerted a marked deleterious
photoperiod-dependent effect, increasing whole-body fat oxidation and circulating levels of glucose
and insulin when it was consumed out of season [116,117]. These effects were partially explained
by a downregulation of the phosphorylation levels of the downstream postreceptor target of insulin,
Akt2, and an enhancement of fatty acid transport and β-oxidation-related pathways in skeletal
muscle [116]. In addition, the consumption of Prunus avium L. out of season changed the morphology
of white adipose tissue, increasing cell area and decreasing the number of adipocytes, which was
mainly attributed to the downregulation of the expression of key genes involved in adipose tissue
fat metabolism [117]. Interestingly, in brown adipose tissue, the fatty acid transporter Cd36 was
also downregulated, suggesting a lower capacity of brown adipocytes to absorb and oxidize fat (less
thermogenic activity) [117]. Finally, in the central nervous system, the consumption of Prunus avium L.
also modulated the hypothalamic leptin system regulating Agrp and Ptp1B mRNA levels only when it
was consumed out of season [118].

Similarly, the out-of-season consumption of navelina oranges (Citrus x sinsensis) for ten weeks in the
same animal model also exerted deleterious effects induced by an obesogenic diet, such as dyslipidemia
and insulin resistance, increasing fatty acid synthesis in white adipose tissue and downregulating lipid
uptake and β-oxidation in brown adipose tissue [119].

Relevantly, several epidemiological studies have shown how biological rhythm misalignment can
contribute to a wide variety of metabolic disorders, including obesity, dyslipidemia, insulin resistance,
and hypertension [120]. Therefore, the physiological and molecular changes elicited by seasonal
fruit consumption could be partially explained by the modulation of the mammalian clock system.
In fact, the consumption of both Prunus avium L. and Citrus x sinsensis has been correlated with the
modulation of mRNA levels of different peripheral clock-related genes such as Nr1d1 in skeletal muscle
and Per2 and Cry1 in the liver and white adipose tissue of healthy rats when they are consumed out
of season [116,117,119]. In accordance, previous studies performed by our group have demonstrated
that grape seed proanthocyanidins (PAs), a subclass of flavonoids with a marked protective effect
against diet-induced dyslipidemia and insulin resistance [94], could significantly modulate both central
and peripheral biological rhythms in male Wistar rats. Specifically, an acute dose of 250 mg/kg body
weight of PAs maintained elevated melatonin levels (nocturnal) at the beginning of the light phase
and altered the rhythmic oscillations of some important circulating metabolites in healthy rats [121].
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This phenotypic alteration was concomitant with the regulation of the hypothalamic expression pattern
of clock genes such as Bmal1 and Nampt [121]. In addition, different physiological doses of PAs for
four weeks in diet-induced obese rats also modulated the levels of peripheral clock components
such as Bmal1, Nampt, Sirt1, and NAD+ in a positive dose-dependent manner in the liver, gut, and
white adipose tissue of these animals [8,122,123], suggesting that PAs could modulate physiology and
metabolism by adjusting the peripheral and central molecular clock system in the obese state.

Table 1. Dietary interventions and their health outcomes modulated by circadian and circannual rhythms.

Dietary
Intervention

Experimental
Model Health Outcomes

Time Scale

ReferencesCircadian
Rhythms a

Circannual
Rhythms b

Human models

Catechin-rich
green tea

Healthy
young men

Reduced postprandial
plasma glucose
concentration

Evening
(17:00 h) n.a. [124]

Polyphenol-Rich
Grape-Wine Extract

Mildly
hypertensive males

and females

Lowered ambulatory
systolic and diastolic

blood pressure
Day-time n.a. [125]

Animal models

Epigallocatechin-
3-gallate C57BL/6J mice

Ameliorated diet-induced
metabolic misalignment

by regulating the rhythmic
expression of the circadian

clock genes in the liver
and fat adipose tissue

Night-time n.a. [126]

Grape seed
proanthocyanidin

extract
Male Wistar rats Modulated the plasma

melatonin level Day-time n.a. [121]

Resveratrol Male Wistar rats
Antioxidant Night-time n.a. [127]

Pro-oxidant Day-time n.a. [127]

Red grapes
(Traditional

consumption: L6)

Standard (STD)-fed
and cafeteria

(CAF)-fed male
Fischer 344 rats

Increased hypothalamic
leptin sensitivity n.a. L6 [118]

Sweet cherries
(Traditional

consumption: L18)

STD-fed Fischer
344 male rats

Decreased blood
nonesterified free fatty

acids (NEFAs)
n.a. L18 [116]

Increased activation of
fatty acid transport,
β-oxidation-related

pathways, and circulating
glucose and insulin levels

n.a. L6 [116]

CAF-fed male
Fischer 344 rats

Enhanced detrimental
impact of CAF diet related

to glucose metabolism.
n.a. L6 [116]

STD-fed and
CAF-fed male

Fischer 344 rats

Increased hypothalamic
leptin sensitivity n.a. L6 [118]

a Daytime (light cycle); night-time (dark cycle). b L6: Short-day photoperiod (6 h light/day); L18: long-day
photoperiod (18 h light/day). n.a. information not available.

4.2. Circadian Rhythms

Several other plant (poly)phenols have been described to affect the central and peripheral clock
systems. Epigallocatechin-3-gallate (EGCG), the major catechin found in green tea (Camellia sinensis),
has been demonstrated to possess beneficial effects on obesity-related parameters, including decreasing
body weight, reducing cholesterol and triglyceride levels in the liver and plasma, and improving
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glucose homeostasis [128]. Notably, in the search for the mechanisms of action of EGCG, Mi et al. [126]
recently demonstrated for the first time that EGCG may ameliorate these obesity-related metabolic
alterations by regulating the rhythmic expression of the circadian clock genes in C57BL/6J mice (Table 1).
Specifically, EGCG partially normalized the circadian expression levels of the clock genes, such as Clock,
Bmal1, and Cry1, by regulating the levels of Sirt1 and PGC1α in both the liver and white adipose tissue.
In addition, resveratrol, another body fat-lowering polyphenol found in grapes and red wine, restored
the circadian desynchrony of lipid metabolism induced by high-fat-diet modification of the rhythmic
expression of both clock genes (Clock, Bmal1, Per2, and Rev-Erbα) and clock-controlled lipogenic genes
(Sirt1, Pparα, Srebp-1c, Acc1, and Fas) in white adipose tissue [129,130]. Cichoric acid, a polyphenol
component from Echinacea purpurea that exhibits preventive effects against fatty liver disease, has
also demonstrated Bmal1 resistance to fatty liver accumulation by enhancing the Akt/GSK3β signaling
pathways and modulating the downstream gene expressions involved in lipid metabolism [131].
Finally, cinnamic acid, another phenolic acid abundant in fruits that has attracted attention in recent
years due to its antioxidant and antidiabetic properties [132], has been reported to shorten the circadian
period of the molecular clock in differentiated neuronal cells as well as to reduce the free-running
period of behavioral rhythms in mice [133].

All these studies might provide valuable data to design strategies for polyphenol-rich fruit
consumption to counteract the metabolic alterations related to obesity by restoring the biological
rhythm desynchrony induced by obesogenic behavior and ultimately normalizing the rhythmic
expression of most of the important metabolic-related transcripts and metabolites. However, further
comprehensive investigations are required to elucidate the underlying mechanisms through which
(poly)phenols modulate the central and peripheral clock machinery.

5. Conclusions

The bidirectional interaction between phenolic compounds and biological rhythms strongly
affects the beneficial effects derived from their consumption. In this sense, the different factors that
modulate the synthesis of these compounds in plants are essential when evaluating the impact of
this type of plant product on health. Different changes in metabolism may be observed in humans
based on the consumption of seasonal products due to the particular phenolic profile that the product
contains. This fact highlights the need for more studies focused on the impact of these specific phenolic
profiles on health that would allow us to define more precise dietary recommendations regarding
fruits and vegetables.

Supplementary Materials: The following are available online at http://www.mdpi.com/2072-6643/11/11/2602/s1,
Figure S1: Basic chemical structures of the main classes of phenolic compounds. According to their structure,
phenolic compounds can be classified into two major families: flavonoids and nonflavonoids, and they can be
further divided into several subclasses, Table S1: Total phenolic contents of relevant plant products, their most
important bioactive phenols, and their health benefits.

Author Contributions: Conceptualization, M.S. and A.A-A.; Writing—Original Draft Preparation, M.S., A.A.-A.,
Á.C.-C., C.T.-F., J.Á.-R., G.A., M.M., F.I.B., B.M. and L.A. Writing—Review & Editing, M.S. and Á.C.-C. Project
Administration, B.M.; Funding Acquisition, B.M. and A.A-A

Funding: This research was funded by the MINISTERIO DE ECONOMÍA, INDUSTRIA Y COMPETITIVIDAD
(AGL2016-77105-R) and the EUROPEAN UNION though the OPERATIVE PROGRAM ERDF OF CATALONIA
2014-2020 (PECT-NUTRISALT). A.A.-A., G.A. and FI. B are Serra-Hunter Fellows; A.C.-C. holds grant
2017PMF-PIPF-64; C.T.-F. is a Beatriu de Pinós Postdoctoral Research Fellow; and J.A.-R. is a Martí-Franquès
Postdoctoral Research Fellow.

Acknowledgments: In memory of Prof. Maria Cinta Bladé. She was and will always be our reference.

Conflicts of Interest: The authors declare no conflicts of interest.

http://www.mdpi.com/2072-6643/11/11/2602/s1


Nutrients 2019, 11, 2602 12 of 18

References

1. Refinetti, R.; Earle, G.; Kenagy, G.J. Exploring determinants of behavioral chronotype in a diurnal-rodent
model of human physiology. Physiol. Behav. 2019, 199, 146–153. [CrossRef]

2. Vandewalle, G.; van Ackeren, M.J.; Daneault, V.V.; Hull, J.T.; Albouy, G.G.; Lepore, F.; Doyon, J.; Czeisler, C.A.;
Dumont, M.; Carrier, J.; et al. Light modulates oscillatory alpha activity in the occipital cortex of totally
visually blind individuals with intact non-image-forming photoreception. Sci. Rep. 2018, 8, 16968. [CrossRef]

3. Ikeno, T.; Williams, C.T.; Buck, C.L.; Barnes, B.M.; Yan, L. Clock Gene Expression in the Suprachiasmatic
Nucleus of Hibernating Arctic Ground Squirrels. J. Biol. Rhythms 2017, 32, 246–256. [CrossRef]

4. Footitt, S.; Olcer-Footitt, H.; Hambidge, A.J.; Finch-Savage, W.E. A laboratory simulation of Arabidopsis
seed dormancy cycling provides new insight into its regulation by clock genes and the dormancy-related
genes DOG1, MFT, CIPK23 and PHYA. Plant. Cell Environ. 2017, 40, 1474–1486. [CrossRef]

5. Tylewicz, S.; Petterle, A.; Marttila, S.; Miskolczi, P.; Azeez, A.; Singh, R.K.; Immanen, J.; Mähler, N.;
Hvidsten, T.R.; Eklund, D.M.; et al. Photoperiodic control of seasonal growth is mediated by ABA acting on
cell-cell communication. Science 2018, 360, 212–215. [CrossRef]

6. Hut, R.A.; Beersma, D.G.M. Evolution of time-keeping mechanisms: Early emergence and adaptation to
photoperiod. Philos. Trans. R. Soc. Lond. B Biol. Sci. 2011, 366, 2141–2154. [CrossRef]

7. Shimizu, H.; Hanzawa, F.; Kim, D.; Sun, S.; Laurent, T.; Umeki, M.; Ikeda, S.; Mochizuki, S.; Oda, H. Delayed
first active-phase meal, a breakfast-skipping model, led to increased body weight and shifted the circadian
oscillation of the hepatic clock and lipid metabolism-related genes in rats fed a high-fat diet. PLoS ONE 2018,
13, e0206669. [CrossRef]

8. Ribas-Latre, A.; Baselga-Escudero, L.; Casanova, E.; Arola-Arnal, A.; Salvadó, M.J.; Arola, L.; Bladé, C.
Chronic consumption of dietary proanthocyanidins modulates peripheral clocks in healthy and obese rats.
J. Nutr. Biochem. 2015, 26, 112–119. [CrossRef]

9. Racz, B.; Duskova, M.; Starka, L.; Hainer, V.; Kunesova, M. Links between the circadian rhythm, obesity and
the microbiome. Physiol. Res. 2018, 67, S409–S420.

10. Kwon, E.-Y.; Shin, S.-K.; Choi, M.-S. Ursolic Acid Attenuates Hepatic Steatosis, Fibrosis, and Insulin
Resistance by Modulating the Circadian Rhythm Pathway in Diet-Induced Obese Mice. Nutrients 2018,
10, 1719. [CrossRef]

11. Eckel-Mahan, K.; Sassone-Corsi, P. Metabolism and the circadian clock converge. Physiol. Rev. 2013,
93, 107–135. [CrossRef]

12. Miller, B.H.; McDearmon, E.L.; Panda, S.; Hayes, K.R.; Zhang, J.; Andrews, J.L.; Antoch, M.P.; Walker, J.R.;
Esser, K.A.; Hogenesch, J.B.; et al. Circadian and CLOCK-controlled regulation of the mouse transcriptome
and cell proliferation. Proc. Natl. Acad. Sci. USA 2007, 104, 3342–3347. [CrossRef]

13. Bass, J.; Takahashi, J.S. Circadian integration of metabolism and energetics. Science 2010, 330, 1349–1354.
[CrossRef]

14. Sahar, S.; Sassone-Corsi, P. Regulation of metabolism: The circadian clock dictates the time. Trends Endocrinol.
Metab. 2012, 23, 1–8. [CrossRef]

15. Lamia, K.A.; Storch, K.-F.; Weitz, C.J. Physiological significance of a peripheral tissue circadian clock.
Proc. Natl. Acad. Sci. USA 2008, 105, 15172–15177. [CrossRef]

16. Marcheva, B.; Ramsey, K.M.; Buhr, E.D.; Kobayashi, Y.; Su, H.; Ko, C.H.; Ivanova, G.; Omura, C.; Mo, S.;
Vitaterna, M.H.; et al. Disruption of the clock components CLOCK and BMAL1 leads to hypoinsulinaemia
and diabetes. Nature 2010, 466, 627–631. [CrossRef]

17. Dyar, K.A.; Ciciliot, S.; Wright, L.E.; Biensø, R.S.; Tagliazucchi, G.M.; Patel, V.R.; Forcato, M.; Paz, M.I.P.;
Gudiksen, A.; Solagna, F.; et al. Muscle insulin sensitivity and glucose metabolism are controlled by the
intrinsic muscle clock. Mol. Metab. 2014, 3, 29–41. [CrossRef]

18. Paschos, G.K.; Ibrahim, S.; Song, W.-L.; Kunieda, T.; Grant, G.; Reyes, T.M.; Bradfield, C.A.; Vaughan, C.H.;
Eiden, M.; Masoodi, M.; et al. Obesity in mice with adipocyte-specific deletion of clock component Arntl.
Nat. Med. 2012, 18, 1768–1777. [CrossRef]

19. Mariné-Casadó, R.; Domenech-Coca, C.; Del Bas, J.M.; Bladé, C.; Arola, L.; Caimari, A. The Exposure to
Different Photoperiods Strongly Modulates the Glucose and Lipid Metabolisms of Normoweight Fischer 344
Rats. Front. Physiol. 2018, 9, 416. [CrossRef]

http://dx.doi.org/10.1016/j.physbeh.2018.11.019
http://dx.doi.org/10.1038/s41598-018-35400-9
http://dx.doi.org/10.1177/0748730417702246
http://dx.doi.org/10.1111/pce.12940
http://dx.doi.org/10.1126/science.aan8576
http://dx.doi.org/10.1098/rstb.2010.0409
http://dx.doi.org/10.1371/journal.pone.0206669
http://dx.doi.org/10.1016/j.jnutbio.2014.09.006
http://dx.doi.org/10.3390/nu10111719
http://dx.doi.org/10.1152/physrev.00016.2012
http://dx.doi.org/10.1073/pnas.0611724104
http://dx.doi.org/10.1126/science.1195027
http://dx.doi.org/10.1016/j.tem.2011.10.005
http://dx.doi.org/10.1073/pnas.0806717105
http://dx.doi.org/10.1038/nature09253
http://dx.doi.org/10.1016/j.molmet.2013.10.005
http://dx.doi.org/10.1038/nm.2979
http://dx.doi.org/10.3389/fphys.2018.00416


Nutrients 2019, 11, 2602 13 of 18

20. Mariné-Casado, R.; Domenech-Coca, C.; Del Bas, J.M.; Blade, C.; Arola, L.; Caimari, A. Intake of an
Obesogenic Cafeteria Diet Affects Body Weight, Feeding Behavior, and Glucose and Lipid Metabolism in a
Photoperiod-Dependent Manner in F344 Rats. Front. Physiol. 2018, 9, 1639. [CrossRef]

21. Ruddick-Collins, L.C.; Johnston, J.D.; Morgan, P.J.; Johnstone, A.M. The Big Breakfast Study: Chrono-nutrition
influence on energy expenditure and bodyweight. Nutr. Bull. 2018, 43, 174–183. [CrossRef] [PubMed]

22. Oda, H.; Kato, H.; Seki, T. Health Nutrition: Nutritional Physiology as Health Science; Kyoritsu Shuppan
(in Japanese): Tokyo, Japan, 2005; ISBN 9784320061538.

23. Tahara, Y.; Shibata, S. Chrono-biology, chrono-pharmacology, and chrono-nutrition. J. Pharmacol. Sci. 2014,
124, 320–335. [CrossRef] [PubMed]

24. Aparicio, A.; Rodríguez-Rodríguez, E.E.; Aranceta-Bartrina, J.; Gil, Á.; González-Gross, M.; Serra-Majem, L.;
Varela-Moreiras, G.; Ortega, R.M. Differences in meal patterns and timing with regard to central obesity in
the ANIBES (‘Anthropometric data, macronutrients and micronutrients intake, practice of physical activity,
socioeconomic data and lifestyles in Spain’) Study. Public Health Nutr. 2017, 20, 2364–2373. [CrossRef]
[PubMed]

25. Oike, H.; Oishi, K.; Kobori, M. Nutrients, Clock Genes, and Chrononutrition. Curr. Nutr. Rep. 2014, 3, 204–212.
[CrossRef] [PubMed]

26. Hariri, N.; Thibault, L. Dietary obesity caused by a specific circadian eating pattern. Chronobiol. Int. 2011,
28, 216–228. [CrossRef]

27. Bray, M.S.; Ratcliffe, W.F.; Grenett, M.H.; Brewer, R.A.; Gamble, K.L.; Young, M.E. Quantitative analysis
of light-phase restricted feeding reveals metabolic dyssynchrony in mice. Int. J. Obes. 2013, 37, 843–852.
[CrossRef]

28. Yoshida, C.; Shikata, N.; Seki, S.; Koyama, N.; Noguchi, Y. Early nocturnal meal skipping alters the peripheral
clock and increases lipogenesis in mice. Nutr. Metab. 2012, 9. [CrossRef]

29. Stern, J.H.; Grant, A.S.; Thomson, C.A.; Tinker, L.; Hale, L.; Brennan, K.M.; Woods, N.F.; Chen, Z. Short sleep
duration is associated with decreased serum leptin, increased energy intake and decreased diet quality in
postmenopausal women. Obesity 2014, 22, 55–61. [CrossRef]

30. St-Onge, M.P. The Role of Sleep Duration in the Regulation of Energy balance: Effects on Energy intakes and
Expenditure. J. Clin. Sleep Med. 2013, 9, 73–80. [CrossRef]

31. Jakubowicz, D.; Barnea, M.; Wainstein, J.; Froy, O. High Caloric intake at breakfast vs. dinner differentially
influences weight loss of overweight and obese women. Obesity 2013, 21, 2504–2512. [CrossRef]

32. Chaput, J.P.; Després, J.P.; Bouchard, C.; Tremblay, A. Association of sleep duration with type 2 diabetes and
impaired glucose tolerance. Diabetologia 2007, 50, 2298–2304. [CrossRef] [PubMed]

33. Stranges, S.; Dorn, J.M.; Cappuccio, F.P.; Donahue, R.P.; Rafalson, L.B.; Hovey, K.M.; Freudenheim, J.L.;
Kandala, N.B.; Miller, M.A.; Trevisan, M. A population-based study of reduced sleep duration and
hypertension: The strongest association may be in premenopausal women. J. Hypertens. 2010, 28, 896–902.
[CrossRef] [PubMed]

34. Wu, Y.; Zhai, L.; Zhang, D. Sleep duration and obesity among adults: A meta-analysis of prospective studies.
Sleep Med. 2014, 15, 1456–1462. [CrossRef] [PubMed]

35. Hirayama, M.; Mure, L.S.; Panda, S. Circadian regulation of energy intake in mammals. Curr. Opin. Physiol.
2018, 5, 141–148. [CrossRef]

36. Gómez Abellán, P.; Gómez Santos, C.; Madrid, J.A.; Milagro, F.I.; Campion, J.; Martínez, J.A.; Luján, J.A.;
Ordovás, J.M.; Garaulet, M. Site-specific circadian expression of leptin and its receptor in human adipose
tissue. Nutr. Hosp. 2011, 26, 1394–1401.

37. Scheer, F.A.J.L.; Hilton, M.F.; Mantzoros, C.S.; Shea, S.A. Adverse metabolic and cardiovascular consequences
of circadian misalignment. Proc. Natl. Acad. Sci. USA 2009, 106, 4453–4458. [CrossRef]

38. Bo, S.; Broglio, F.; Settanni, F.; Parasiliti Caprino, M.; Ianniello, A.; Mengozzi, G.; De Francesco, A.; Fadda, M.;
Fedele, D.; Guggino, A.; et al. Effects of meal timing on changes in circulating epinephrine, norepinephrine,
and acylated ghrelin concentrations: A pilot study. Nutr. Diabetes 2017, 7, 1–7. [CrossRef]

39. Wellman, P.J. Norepinephrine and the control of food intake. Nutrition 2000, 16, 837–842. [CrossRef]
40. Bo, S.; Fadda, M.; Castiglione, A.; Ciccone, G.; De Francesco, A.; Fedele, D.; Guggino, A.; Parasiliti Caprino, M.;

Ferrara, S.; Vezio Boggio, M.; et al. Is the timing of caloric intake associated with variation in diet-induced
thermogenesis and in the metabolic pattern? A randomized cross-over study. Int. J. Obes. 2015, 39, 1689–1695.
[CrossRef]

http://dx.doi.org/10.3389/fphys.2018.01639
http://dx.doi.org/10.1111/nbu.12323
http://www.ncbi.nlm.nih.gov/pubmed/29861661
http://dx.doi.org/10.1254/jphs.13R06CR
http://www.ncbi.nlm.nih.gov/pubmed/24572815
http://dx.doi.org/10.1017/S1368980017000635
http://www.ncbi.nlm.nih.gov/pubmed/28413997
http://dx.doi.org/10.1007/s13668-014-0082-6
http://www.ncbi.nlm.nih.gov/pubmed/25101217
http://dx.doi.org/10.3109/07420528.2010.548614
http://dx.doi.org/10.1038/ijo.2012.137
http://dx.doi.org/10.1186/1743-7075-9-78
http://dx.doi.org/10.1002/oby.20683
http://dx.doi.org/10.5664/jcsm.2348
http://dx.doi.org/10.1002/oby.20460
http://dx.doi.org/10.1007/s00125-007-0786-x
http://www.ncbi.nlm.nih.gov/pubmed/17717644
http://dx.doi.org/10.1097/HJH.0b013e328335d076
http://www.ncbi.nlm.nih.gov/pubmed/20040890
http://dx.doi.org/10.1016/j.sleep.2014.07.018
http://www.ncbi.nlm.nih.gov/pubmed/25450058
http://dx.doi.org/10.1016/j.cophys.2018.11.002
http://dx.doi.org/10.1073/pnas.0808180106
http://dx.doi.org/10.1038/s41387-017-0010-0
http://dx.doi.org/10.1016/S0899-9007(00)00415-9
http://dx.doi.org/10.1038/ijo.2015.138


Nutrients 2019, 11, 2602 14 of 18

41. Feliciano, A.; Vivas, Y.; De Pedro, N.; Delgado, M.J.; Velarde, E.; Isorna, E. Feeding time synchronizes clock
gene rhythmic expression in brain and liver of goldfish (Carassius auratus). J. Biol. Rhythms 2011, 26, 24–33.
[CrossRef]

42. Hara, R.; Wan, K.; Wakamatsu, H.; Aida, R.; Moriya, T.; Akiyama, M.; Shibata, S. Restricted feeding entrains
liver clock without participation of the suprachiasmatic nucleus. Genes to Cells 2001, 6, 269–278. [CrossRef]
[PubMed]

43. Costa, L.S.; Serrano, I.; Sánchez-Vázquez, F.J.; López-Olmeda, J.F. Circadian rhythms of clock gene expression
in Nile tilapia (Oreochromis niloticus) central and peripheral tissues: Influence of different lighting and
feeding conditions. J. Comp. Physiol. B Biochem. Syst. Environ. Physiol. 2016, 186, 775–785. [CrossRef]
[PubMed]

44. Su, Y.; Cailotto, C.; Foppen, E.; Jansen, R.; Zhang, Z.; Buijs, R.; Fliers, E.; Kalsbeek, A. The role of feeding
rhythm, adrenal hormones and neuronal inputs in synchronizing daily clock gene rhythms in the liver.
Mol. Cell. Endocrinol. 2016, 422, 125–131. [CrossRef] [PubMed]

45. Kohsaka, A.; Laposky, A.D.; Ramsey, K.M.; Estrada, C.; Joshu, C.; Kobayashi, Y.; Turek, F.W.; Bass, J. High-Fat
Diet Disrupts Behavioral and Molecular Circadian Rhythms in Mice. Cell Metab. 2007, 6, 414–421. [CrossRef]

46. Woller, A.; Duez, H.; Staels, B.; Lefranc, M. A Mathematical Model of the Liver Circadian Clock Linking
Feeding and Fasting Cycles to Clock Function. Cell Rep. 2016, 17, 1087–1097. [CrossRef]

47. Hatori, M.; Vollmers, C.; Zarrinpar, A.; DiTacchio, L.; Bushong, E.A.; Gill, S.; Leblanc, M.; Chaix, A.; Joens, M.;
Fitzpatrick, J.A.J.; et al. Time-restricted feeding without reducing caloric intake prevents metabolic diseases
in mice fed a high-fat diet. Cell Metab. 2012, 15, 848–860. [CrossRef]

48. Sherman, H.; Genzer, Y.; Cohen, R.; Chapnik, N.; Madar, Z.; Froy, O. Timed high-fat diet resets circadian
metabolism and prevents obesity. FASEB J. 2012, 26, 3493–3502. [CrossRef]

49. Pivovarova, O.; Jürchott, K.; Rudovich, N.; Hornemann, S.; Ye, L.; Möckel, S.; Murahovschi, V.; Kessler, K.;
Seltmann, A.C.; Maser-Gluth, C.; et al. Changes of dietary fat and carbohydrate content alter central and
peripheral clock in humans. J. Clin. Endocrinol. Metab. 2015, 100, 2291–2302. [CrossRef]

50. Speed, J.S.; Hyndman, K.A.; Roth, K.; Heimlich, J.B.; Kasztan, M.; Fox, B.M.; Johnston, J.G.; Becker, B.K.;
Jin, C.; Gamble, K.L.; et al. High dietary sodium causes dyssynchrony of the renal molecular clock in rats.
Am. J. Physiol. Physiol. 2017, 314, F89–F98. [CrossRef]

51. Asher, G.; Sassone-Corsi, P. Time for food: The intimate interplay between nutrition, metabolism, and the
circadian clock. Cell 2015, 161, 84–92. [CrossRef]

52. Thaiss, C.A.; Zeevi, D.; Levy, M.; Zilberman-Schapira, G.; Suez, J.; Tengeler, A.C.; Abramson, L.; Katz, M.N.;
Korem, T.; Zmora, N.; et al. Transkingdom control of microbiota diurnal oscillations promotes metabolic
homeostasis. Cell 2014, 159, 514–529. [CrossRef] [PubMed]

53. Mayer, E.A.; Knight, R.; Mazmanian, S.K.; Cryan, J.F.; Tillisch, K. Gut microbes and the brain: Paradigm shift
in neuroscience. J. Neurosci. 2014, 34, 15490–15496. [CrossRef] [PubMed]

54. Van de Wouw, M.; Schellekens, H.; Dinan, T.G.; Cryan, J.F. Microbiota-Gut-Brain Axis: Modulator of Host
Metabolism and Appetite. J. Nutr. 2017, 147, 727–745. [CrossRef] [PubMed]

55. Yasuo, S.; Iwamoto, A.; Lee, S.; Ochiai, S.; Hitachi, R.; Shibata, S.; Uotsu, N.; Tarumizu, C.; Matsuoka, S.;
Furuse, M.; et al. l-Serine Enhances Light-Induced Circadian Phase Resetting in Mice and Humans. J. Nutr.
2017, 147, 2347–2355. [CrossRef] [PubMed]

56. Bravo, R.; Matito, S.; Cubero, J.; Paredes, S.D.; Franco, L.; Rivero, M.; Rodríguez, A.B.; Barriga, C.
Tryptophan-enriched cereal intake improves nocturnal sleep, melatonin, serotonin, and total antioxidant
capacity levels and mood in elderly humans. Age 2013, 35, 1277–1285. [CrossRef] [PubMed]

57. Cubero, J.; Chanclón, B.; Sánchez, S.; Rivero, M.; Rodríguez, A.B.; Barriga, C. Improving the quality of infant
sleep through the inclusion at supper of cereals enriched with tryptophan, adenosine-5′-phosphate, and
uridine-5′-phosphate. Nutr. Neurosci. 2009, 12, 272–280. [CrossRef] [PubMed]

58. Garrido, M.; Paredes, S.D.; Cubero, J.; Lozano, M.; Toribio-Delgado, A.F.; Muñoz, J.L.; Reiter, R.J.; Barriga, C.;
Rodríguez, A.B. Jerte valley cherry-enriched diets improve nocturnal rest and increase 6-sulfatoxymelatonin
and total antioxidant capacity in the urine of middle-aged and elderly humans. J. Gerontol. Ser. A Biol. Sci.
Med. Sci. 2010, 65 A, 909–914. [CrossRef]

59. Pigeon, W.R.; Carr, M.; Gorman, C.; Perlis, M.L. Effects of a tart cherry juice beverage on the sleep of older
adults with Insomnia: A pilot study. J. Med. Food 2010, 13, 579–583. [CrossRef]

http://dx.doi.org/10.1177/0748730410388600
http://dx.doi.org/10.1046/j.1365-2443.2001.00419.x
http://www.ncbi.nlm.nih.gov/pubmed/11260270
http://dx.doi.org/10.1007/s00360-016-0989-x
http://www.ncbi.nlm.nih.gov/pubmed/27085855
http://dx.doi.org/10.1016/j.mce.2015.12.011
http://www.ncbi.nlm.nih.gov/pubmed/26704081
http://dx.doi.org/10.1016/j.cmet.2007.09.006
http://dx.doi.org/10.1016/j.celrep.2016.09.060
http://dx.doi.org/10.1016/j.cmet.2012.04.019
http://dx.doi.org/10.1096/fj.12-208868
http://dx.doi.org/10.1210/jc.2014-3868
http://dx.doi.org/10.1152/ajprenal.00028.2017
http://dx.doi.org/10.1016/j.cell.2015.03.015
http://dx.doi.org/10.1016/j.cell.2014.09.048
http://www.ncbi.nlm.nih.gov/pubmed/25417104
http://dx.doi.org/10.1523/JNEUROSCI.3299-14.2014
http://www.ncbi.nlm.nih.gov/pubmed/25392516
http://dx.doi.org/10.3945/jn.116.240481
http://www.ncbi.nlm.nih.gov/pubmed/28356427
http://dx.doi.org/10.3945/jn.117.255380
http://www.ncbi.nlm.nih.gov/pubmed/29070712
http://dx.doi.org/10.1007/s11357-012-9419-5
http://www.ncbi.nlm.nih.gov/pubmed/22622709
http://dx.doi.org/10.1179/147683009X423490
http://www.ncbi.nlm.nih.gov/pubmed/19925721
http://dx.doi.org/10.1093/gerona/glq099
http://dx.doi.org/10.1089/jmf.2009.0096


Nutrients 2019, 11, 2602 15 of 18

60. Howatson, G.; Bell, P.G.; Tallent, J.; Middleton, B.; McHugh, M.P.; Ellis, J. Effect of tart cherry juice (Prunus
cerasus) on melatonin levels and enhanced sleep quality. Eur. J. Nutr. 2012, 51, 909–916. [CrossRef]

61. Losso, J.N.; Finley, J.W.; Karki, N.; Liu, A.G.; Pan, W.; Prudente, A.; Tipton, R.; Yu, Y.; Greenway, F.L. Pilot
Study of Tart Cherry Juice for the Treatment of Insomnia and Investigation of Mechanisms. Am. J. Ther. 2018,
25, e194–e201. [CrossRef]

62. Lin, H.-H.; Tsai, P.-S.; Fang, S.-C.; Liu, J.-F. Effect of kiwifruit consumption on sleep quality in adults with
sleep problems. Asia Pac. J. Clin. Nutr. 2011, 20, 169–174. [PubMed]

63. Baur, J.A.; Sinclair, D.A. What is Xenohormesis? Am. J. Pharmacol. Toxicol. 2008, 3, 152–159. [CrossRef]
[PubMed]

64. Howitz, K.T.; Sinclair, D.A. Xenohormesis: Sensing the Chemical Cues of Other Species. Cell 2008, 133, 387–391.
[CrossRef] [PubMed]

65. Asao, T.; Asaduzzaman, M. Phytochemicals—Source of Antioxidants and Role in Disease Prevention; Asao, T., Ed.;
Intechopen: London, UK, 2018; ISBN 978-1-78984-378-1.

66. Heimler, D.; Romani, A.; Ieri, F. Plant polyphenol content, soil fertilization and agricultural management:
A review. Eur. Food Res. Technol. 2017, 243, 1107–1115. [CrossRef]

67. Løvdal, T.; Olsen, K.M.; Slimestad, R.; Verheul, M.; Lillo, C. Synergetic effects of nitrogen depletion,
temperature, and light on the content of phenolic compounds and gene expression in leaves of tomato.
Phytochemistry 2010, 71, 605–613. [CrossRef] [PubMed]

68. Jaakola, L.; Hohtola, A. Effect of latitude on flavonoid biosynthesis in plants. Plant. Cell Environ. 2010,
33, 1239–1247. [CrossRef] [PubMed]

69. Azuma, A.; Yakushiji, H.; Koshita, Y.; Kobayashi, S. Flavonoid biosynthesis-related genes in grape skin are
differentially regulated by temperature and light conditions. Planta 2012, 236, 1067–1080. [CrossRef]

70. Esteban, M.A.; Villanueva, M.J.; Lissarrague, J.R. Effect of irrigation on changes in the anthocyanin
composition of the skin of cv Tempranillo (Vitis vinifera L) grape berries during ripening. J. Sci. Food Agric.
2001, 81, 409–420. [CrossRef]

71. Dai, J.; Mumper, R.J. Plant phenolics: Extraction, analysis and their antioxidant and anticancer properties.
Molecules 2010, 15, 7313–7352. [CrossRef]

72. Del Rio, D.; Rodriguez-Mateos, A.; Spencer, J.P.E.; Tognolini, M.; Borges, G.; Crozier, A. Dietary (poly)phenolics
in human health: Structures, bioavailability, and evidence of protective effects against chronic diseases.
Antioxid. Redox Signal. 2013, 18, 1818–1892. [CrossRef]

73. Randhir, R.; Lin, Y.-T.; Shetty, K. Stimulation of phenolics, antioxidant and antimicrobial activities in dark
germinated mung bean sprouts in response to peptide and phytochemical elicitors. Process Biochem. 2004,
39, 637–646. [CrossRef]

74. Neilson, A.P.; O’Keefe, S.F.; Bolling, B.W. High-Molecular-Weight Proanthocyanidins in Foods: Overcoming
Analytical Challenges in Pursuit of Novel Dietary Bioactive Components. Annu. Rev. Food Sci. Technol. 2016,
7, 43–64. [CrossRef] [PubMed]

75. Redan, B.W.; Buhman, K.K.; Novotny, J.A.; Ferruzzi, M.G. Altered Transport and Metabolism of Phenolic
Compounds in Obesity and Diabetes: Implications for Functional Food Development and Assessment.
Adv. Nutr. 2016, 7, 1090–1104. [CrossRef] [PubMed]

76. Perez-Jimenez, J.; Neveu, V.; Vos, F.; Scalbert, A. Identification of the 100 richest dietary sources of polyphenols:
An application of the Phenol-Explorer database. Eur. J. Clin. Nutr. 2010, 64 (Suppl. 3), S112–S120. [CrossRef]

77. Rothwell, J.A.; Perez-Jimenez, J.; Neveu, V.; Medina-Remón, A.; M’Hiri, N.; García-Lobato, P.; Manach, C.;
Knox, C.; Eisner, R.; Wishart, D.S.; et al. Phenol-Explorer 3.0: A major update of the Phenol-Explorer database
to incorporate data on the effects of food processing on polyphenol content. Database 2013, 2013, bat070.
[CrossRef]

78. Neveu, V.; Perez-Jiménez, J.; Vos, F.; Crespy, V.; du Chaffaut, L.; Mennen, L.; Knox, C.; Eisner, R.; Cruz, J.;
Wishart, D.; et al. Phenol-Explorer: An online comprehensive database on polyphenol contents in foods.
Database 2010, 2010, bap024. [CrossRef] [PubMed]

79. Rothwell, J.A.; Urpi-Sarda, M.; Boto-Ordonez, M.; Knox, C.; Llorach, R.; Eisner, R.; Cruz, J.; Neveu, V.;
Wishart, D.; Manach, C.; et al. Phenol-Explorer 2.0: A major update of the Phenol-Explorer database
integrating data on polyphenol metabolism and pharmacokinetics in humans and experimental animals.
Database 2012, 2012, bas031. [CrossRef]

http://dx.doi.org/10.1007/s00394-011-0263-7
http://dx.doi.org/10.1097/MJT.0000000000000584
http://www.ncbi.nlm.nih.gov/pubmed/21669584
http://dx.doi.org/10.3844/ajptsp.2008.152.159
http://www.ncbi.nlm.nih.gov/pubmed/26949380
http://dx.doi.org/10.1016/j.cell.2008.04.019
http://www.ncbi.nlm.nih.gov/pubmed/18455976
http://dx.doi.org/10.1007/s00217-016-2826-6
http://dx.doi.org/10.1016/j.phytochem.2009.12.014
http://www.ncbi.nlm.nih.gov/pubmed/20096428
http://dx.doi.org/10.1111/j.1365-3040.2010.02154.x
http://www.ncbi.nlm.nih.gov/pubmed/20374534
http://dx.doi.org/10.1007/s00425-012-1650-x
http://dx.doi.org/10.1002/1097-0010(200103)81:4&lt;409::AID-JSFA830&gt;3.0.CO;2-H
http://dx.doi.org/10.3390/molecules15107313
http://dx.doi.org/10.1089/ars.2012.4581
http://dx.doi.org/10.1016/S0032-9592(03)00197-3
http://dx.doi.org/10.1146/annurev-food-022814-015604
http://www.ncbi.nlm.nih.gov/pubmed/26735794
http://dx.doi.org/10.3945/an.116.013029
http://www.ncbi.nlm.nih.gov/pubmed/28140326
http://dx.doi.org/10.1038/ejcn.2010.221
http://dx.doi.org/10.1093/database/bat070
http://dx.doi.org/10.1093/database/bap024
http://www.ncbi.nlm.nih.gov/pubmed/20428313
http://dx.doi.org/10.1093/database/bas031


Nutrients 2019, 11, 2602 16 of 18

80. Testai, L.; Calderone, V. Nutraceutical Value of Citrus Flavanones and Their Implications in Cardiovascular
Disease. Nutrients 2017, 9, 502. [CrossRef]

81. Khoo, H.E.; Azlan, A.; Tang, S.T.; Lim, S.M. Anthocyanidins and anthocyanins: Colored pigments as food,
pharmaceutical ingredients, and the potential health benefits. Food Nutr. Res. 2017, 61, 1361779. [CrossRef]

82. Arts, I.C.; van De Putte, B.; Hollman, P.C. Catechin contents of foods commonly consumed in The Netherlands.
2. Tea, wine, fruit juices, and chocolate milk. J. Agric. Food Chem. 2000, 48, 1752–1757. [CrossRef]

83. Dzialo, M.; Mierziak, J.; Korzun, U.; Preisner, M.; Szopa, J.; Kulma, A. The Potential of Plant Phenolics in
Prevention and Therapy of Skin Disorders. Int. J. Mol. Sci. 2016, 17, 160. [CrossRef] [PubMed]

84. Elzebroek, A.T.G.; Wind, K. Guide to Cultivated Plants; CABI: Wallingford, UK, 2008; ISBN 9781845933562.
85. Kalinowska, M.; Bielawska, A.; Lewandowska-Siwkiewicz, H.; Priebe, W.; Lewandowski, W. Apples: Content

of phenolic compounds vs. variety, part of apple and cultivation model, extraction of phenolic compounds,
biological properties. Plant Physiol. Biochem. 2014, 84, 169–188. [CrossRef] [PubMed]

86. Iacopini, P.; Camangi, F.; Stefani, A.; Sebastiani, L. Antiradical potential of ancient Italian apple varieties
of Malus×domestica Borkh. in a peroxynitrite-induced oxidative process. J. Food Compos. Anal. 2010,
23, 518–524. [CrossRef]

87. Francini, A.; Sebastiani, L. Phenolic Compounds in Apple (Malus x domestica Borkh.): Compounds
Characterization and Stability during Postharvest and after Processing. Antioxidants 2013, 2, 181–193.
[CrossRef] [PubMed]

88. Bogs, J.; Ebadi, A.; McDavid, D.; Robinson, S.P. Identification of the Flavonoid Hydroxylases from Grapevine
and Their Regulation during Fruit Development. Plant Physiol. 2006, 140, 279–291. [CrossRef] [PubMed]

89. Häkkinen, S.H.; Törrönen, A.R. Content of flavonols and selected phenolic acids in strawberries and
Vaccinium species: Influence of cultivar, cultivation site and technique. Food Res. Int. 2000, 33, 517–524.
[CrossRef]

90. Stracke, B.A.; Rüfer, C.E.; Weibel, F.P.; Bub, A.; Watzl, B. Three-Year Comparison of the Polyphenol Contents
and Antioxidant Capacities in Organically and Conventionally Produced Apples (Malus domestica Bork.
Cultivar ‘Golden Delicious’). J. Agric. Food Chem. 2009, 57, 4598–4605. [CrossRef]

91. Winter, C.K.; Davis, S.F. Organic Foods. J. Food Sci. 2006, 71, R117–R124. [CrossRef]
92. Mulero, J.; Pardo, F.; Zafrilla, P. Antioxidant activity and phenolic composition of organic and conventional

grapes and wines. J. Food Compos. Anal. 2010, 23, 569–574. [CrossRef]
93. Heredia, J.B.; Cisneros-Zevallos, L. The effect of exogenous ethylene and methyl jasmonate on pal activity,

phenolic profiles and antioxidant capacity of carrots (Daucus carota) under different wounding intensities.
Postharvest Biol. Technol. 2009, 51, 242–249. [CrossRef]

94. Bladé, C.; Aragonès, G.; Arola-Arnal, A.; Muguerza, B.; Bravo, F.I.; Salvado, M.J.; Arola, L.; Suárez, M.
Proanthocyanidins in health and disease. BioFactors 2016, 42, 5–12. [PubMed]

95. Baselga-Escudero, L.; Bladé, C.; Ribas-Latre, A.; Casanova, E.; Salvadó, M.J.; Arola, L.; Arola-Arnal, A. Grape
seed proanthocyanidins repress the hepatic lipid regulators miR-33 and miR-122 in rats. Mol. Nutr. Food Res.
2012, 56, 1636–1646. [CrossRef] [PubMed]

96. Calderón-Montaño, J.M.; Burgos-Morón, E.; Pérez-Guerrero, C.; López-Lázaro, M. A Review on the Dietary
Flavonoid Kaempferol | BenthamScience. Mini Rev. Med. Chem. 2011, 11, 298–344. [CrossRef] [PubMed]

97. Erlund, I. Review of the flavonoids quercetin, hesperetin, and naringenin. Dietary sources, bioactivities,
bioavailability, and epidemiology. Nutr. Res. 2004, 24, 851–874. [CrossRef]

98. Sato, Y.; Itagaki, S.; Kurokawa, T.; Ogura, J.; Kobayashi, M.; Hirano, T.; Sugawara, M.; Iseki, K. In vitro
and in vivo antioxidant properties of chlorogenic acid and caffeic acid. Int. J. Pharm. 2011, 403, 136–138.
[CrossRef]

99. Dos Santos, M.D.; Almeida, M.C.; Lopes, N.P.; de Souza, G.E.P. Evaluation of the Anti-inflammatory,
Analgesic and Antipyretic Activities of the Natural Polyphenol Chlorogenic Acid. Biol. Pharm. Bull. 2006,
29, 2236–2240. [CrossRef]

100. Clifford, M.N.; Jaganath, I.B.; Ludwig, I.A.; Crozier, A. Chlorogenic acids and the acyl-quinic acids: Discovery,
biosynthesis, bioavailability and bioactivity. Nat. Prod. Rep. 2017, 34, 1391–1421. [CrossRef]

101. Ganesan, K.; Xu, B. Polyphenol-Rich Dry Common Beans (Phaseolus vulgaris L.) and Their Health Benefits.
Int. J. Mol. Sci. 2017, 18, 2331. [CrossRef]

http://dx.doi.org/10.3390/nu9050502
http://dx.doi.org/10.1080/16546628.2017.1361779
http://dx.doi.org/10.1021/jf000026+
http://dx.doi.org/10.3390/ijms17020160
http://www.ncbi.nlm.nih.gov/pubmed/26901191
http://dx.doi.org/10.1016/j.plaphy.2014.09.006
http://www.ncbi.nlm.nih.gov/pubmed/25282014
http://dx.doi.org/10.1016/j.jfca.2009.05.004
http://dx.doi.org/10.3390/antiox2030181
http://www.ncbi.nlm.nih.gov/pubmed/26784345
http://dx.doi.org/10.1104/pp.105.073262
http://www.ncbi.nlm.nih.gov/pubmed/16377741
http://dx.doi.org/10.1016/S0963-9969(00)00086-7
http://dx.doi.org/10.1021/jf803961f
http://dx.doi.org/10.1111/j.1750-3841.2006.00196.x
http://dx.doi.org/10.1016/j.jfca.2010.05.001
http://dx.doi.org/10.1016/j.postharvbio.2008.07.001
http://www.ncbi.nlm.nih.gov/pubmed/26762288
http://dx.doi.org/10.1002/mnfr.201200237
http://www.ncbi.nlm.nih.gov/pubmed/22965541
http://dx.doi.org/10.2174/138955711795305335
http://www.ncbi.nlm.nih.gov/pubmed/21428901
http://dx.doi.org/10.1016/j.nutres.2004.07.005
http://dx.doi.org/10.1016/j.ijpharm.2010.09.035
http://dx.doi.org/10.1248/bpb.29.2236
http://dx.doi.org/10.1039/C7NP00030H
http://dx.doi.org/10.3390/ijms18112331


Nutrients 2019, 11, 2602 17 of 18

102. Dragovic-Uzelac, V.; Pospišil, J.; Levaj, B.; Delonga, K. The study of phenolic profiles of raw apricots and
apples and their purees by HPLC for the evaluation of apricot nectars and jams authenticity. Food Chem.
2005, 91, 373–383. [CrossRef]

103. De Pascual-Teresa, S.; Santos-Buelga, C.; Rivas-Gonzalo, J.G. Quantitative analysis of flavan-3-ols in Spanish
foodstuffs and beverages. J. Agric. Food Chem. 2000, 48, 5331–5337. [CrossRef]

104. Lingua, M.S.; Fabani, M.P.; Wunderlin, D.A.; Baroni, M.V. In vivo antioxidant activity of grape, pomace and
wine from three red varieties grown in Argentina: Its relationship to phenolic profile. J. Funct. Foods 2016,
20, 332–345. [CrossRef]

105. Lin, J.-K.; Lin, C.-L.; Liang, Y.-C.; Lin-Shiau, S.-Y.; Juan, I.-M. Survey of Catechins, Gallic Acid, and
Methylxanthines in Green, Oolong, Pu-erh, and Black Teas. J. Agric. Food Chem. 1998, 46, 3635–3642.
[CrossRef]

106. Pandey, K.B.; Rizvi, S.I. Plant polyphenols as dietary antioxidants in human health and disease. Oxid. Med.
Cell. Longev. 2009, 2, 270–278. [CrossRef] [PubMed]

107. Rasouli, H.; Farzaei, M.H.; Khodarahmi, R. Polyphenols and their benefits: A review. Int. J. Food Prop. 2017,
20, 1700–1741. [CrossRef]

108. Kawabata, K.; Mukai, R.; Ishisaka, A. Quercetin and related polyphenols: New insights and implications for
their bioactivity and bioavailability. Food Funct. 2015, 6, 1399–1417. [CrossRef]

109. Alam, M.A.; Subhan, N.; Rahman, M.M.; Uddin, S.J.; Reza, H.M.; Sarker, S.D. Effect of citrus flavonoids,
naringin and naringenin, on metabolic syndrome and their mechanisms of action. Adv. Nutr. 2014, 5, 404–417.
[CrossRef]

110. Parhiz, H.; Roohbakhsh, A.; Soltani, F.; Rezaee, R.; Iranshahi, M. Antioxidant and anti-inflammatory
properties of the citrus flavonoids hesperidin and hesperetin: An updated review of their molecular
mechanisms and experimental models. Phytother. Res. 2015, 29, 323–331. [CrossRef]

111. Tomás-Barberán, F.A.; Clifford, M.N. Flavanones, chalcones and dihydrochalcones—Nature, occurrence and
dietary burden. J. Sci. Food Agric. 2000, 80, 1073–1080. [CrossRef]

112. Aura, A.-M. Microbial metabolism of dietary phenolic compounds in the colon. Phytochem. Rev. 2008,
7, 407–429. [CrossRef]

113. Monagas, M.; Urpi-Sarda, M.; Sánchez-Patán, F.; Llorach, R.; Garrido, I.; Gómez-Cordovés, C.;
Andres-Lacueva, C.; Batolomé, B. Insights into the metabolism and microbial biotransformation of dietary
flavan-3-ols and the bioactivity of their metabolites. Food Funct. 2010, 1, 227–232. [CrossRef]

114. USDA Foreing Agricultural Service. Global Agricultural Information, Citrus Annual. Available online:
https://gain.fas.usda.gov/ (accessed on 13 September 2019).

115. Liang, Y.; Lin, X.; Yamada, S.; Inoue, M.; Inosako, K.; Yamada, X.L.; Inosako, M.I. Soil degradation and
prevention in greenhouse production. Springerplus 2013, 2, S1–S10. [CrossRef] [PubMed]

116. Mariné-Casadó, R.; Domenech-Coca, C.; del Bas, J.M.; Bladé, C.; Caimari, A.; Arola, L. Cherry consumption
out of season alters lipid and glucose homeostasis in normoweight and cafeteria-fed obese Fischer 344 rats.
J. Nutr. Biochem. 2019, 63, 72–86. [CrossRef] [PubMed]

117. Gibert-Ramos, A.; Crescenti, A.; Salvadó, M.J. Consumption of cherry out of season changes white adipose
tissue gene expression and morphology to a phenotype prone to fat accumulation. Nutrients 2018, 10, 1102.
[CrossRef] [PubMed]

118. Ibars, M.; Aragonès, G.; Ardid-Ruiz, A.; Gibert-Ramos, A.; Arola-Arnal, A.; Suárez, M.; Bladé, C.
Seasonal consumption of polyphenol-rich fruits affects the hypothalamic leptin signaling system in a
photoperiod-dependent mode. Sci. Rep. 2018, 8, 13572. [CrossRef]

119. Gibert-Ramos, A.; Palacios-Jordan, H.; Salvado, M.J.; Crescenti, A.; Salvadó, M.J.; Crescenti, A. Consumption
of out-of-season orange modulates fat accumulation, morphology and gene expression in the adipose tissue
of Fischer 344 rats. Eur. J. Nutr. 2019. [CrossRef]

120. Eckel-Mahan, K.; Sassone-Corsi, P. Metabolism control by the circadian clock and vice versa. Nat. Struct.
&Amp; Mol. Biol. 2009, 16, 462.

121. Ribas-Latre, A.; Del Bas, J.M.; Baselga-Escudero, L.; Casanova, E.; Arola-Arnal, A.; Salvadó, M.-J.; Arola, L.;
Bladé, C. Dietary proanthocyanidins modulate melatonin levels in plasma and the expression pattern of
clock genes in the hypothalamus of rats. Mol. Nutr. Food Res. 2015, 59, 865–878. [CrossRef]

http://dx.doi.org/10.1016/j.foodchem.2004.09.004
http://dx.doi.org/10.1021/jf000549h
http://dx.doi.org/10.1016/j.jff.2015.10.034
http://dx.doi.org/10.1021/jf980223x
http://dx.doi.org/10.4161/oxim.2.5.9498
http://www.ncbi.nlm.nih.gov/pubmed/20716914
http://dx.doi.org/10.1080/10942912.2017.1354017
http://dx.doi.org/10.1039/C4FO01178C
http://dx.doi.org/10.3945/an.113.005603
http://dx.doi.org/10.1002/ptr.5256
http://dx.doi.org/10.1002/(SICI)1097-0010(20000515)80:7&lt;1073::AID-JSFA568&gt;3.0.CO;2-B
http://dx.doi.org/10.1007/s11101-008-9095-3
http://dx.doi.org/10.1039/c0fo00132e
https://gain.fas.usda.gov/
http://dx.doi.org/10.1186/2193-1801-2-S1-S10
http://www.ncbi.nlm.nih.gov/pubmed/24701378
http://dx.doi.org/10.1016/j.jnutbio.2018.09.013
http://www.ncbi.nlm.nih.gov/pubmed/30359863
http://dx.doi.org/10.3390/nu10081102
http://www.ncbi.nlm.nih.gov/pubmed/30115853
http://dx.doi.org/10.1038/s41598-018-31855-y
http://dx.doi.org/10.1007/s00394-019-01930-9
http://dx.doi.org/10.1002/mnfr.201400571


Nutrients 2019, 11, 2602 18 of 18

122. Casanova, E.; Baselga-Escudero, L.; Ribas-Latre, A.; Cedó, L.; Arola-Arnal, A.; Pinent, M.; Bladé, C.; Arola, L.;
Salvadó, M.J. Chronic intake of proanthocyanidins and docosahexaenoic acid improves skeletal muscle
oxidative capacity in diet-obese rats. J. Nutr. Biochem. 2014, 25, 1003–1010. [CrossRef]

123. Aragonès, G.; Suárez, M.; Ardid-Ruiz, A.; Vinaixa, M.; Rodríguez, M.A.; Correig, X.; Arola, L.; Bladé, C.
Dietary proanthocyanidins boost hepatic NAD(+) metabolism and SIRT1 expression and activity in a
dose-dependent manner in healthy rats. Sci. Rep. 2016, 6, 24977. [CrossRef]

124. Takahashi, M.; Ozaki, M.; Miyashita, M.; Fukazawa, M.; Nakaoka, T.; Wakisaka, T.; Matsui, Y.; Hibi, M.;
Osaki, N.; Shibata, S. Effects of timing of acute catechin-rich green tea ingestion on postprandial glucose
metabolism in healthy men. J. Nutr. Biochem. 2019, 73, 108221. [CrossRef]

125. Draijer, R.; de Graaf, Y.; Slettenaar, M.; de Groot, E.; Wright, C.I. Consumption of a polyphenol-rich grape-wine
extract lowers ambulatory blood pressure in mildly hypertensive subjects. Nutrients 2015, 7, 3138–3153.
[CrossRef] [PubMed]

126. Mi, Y.; Qi, G.; Fan, R.; Ji, X.; Liu, Z.; Liu, X. EGCG ameliorates diet-induced metabolic syndrome associating
with the circadian clock. Biochim. Biophys. Acta Mol. Basis Dis. 2017, 1863, 1575–1589. [CrossRef] [PubMed]

127. Gadacha, W.; Ben-Attia, M.; Bonnefont-Rousselot, D.; Aouani, E.; Ghanem-Boughanmi, N.; Touitou, Y.
Resveratrol opposite effects on rat tissue lipoperoxidation: Pro-oxidant during day-time and antioxidant at
night. Redox Rep. 2009, 14, 154–158. [CrossRef] [PubMed]

128. Bose, M.; Lambert, J.D.; Ju, J.; Reuhl, K.R.; Shapses, S.A.; Yang, C.S. The major green tea polyphenol,
(-)-epigallocatechin-3-gallate, inhibits obesity, metabolic syndrome, and fatty liver disease in high-fat-fed
mice. J. Nutr. 2008, 138, 1677–1683. [CrossRef] [PubMed]

129. Miranda, J.; Portillo, M.P.; Madrid, J.A.; Arias, N.; Macarulla, M.T.; Garaulet, M. Effects of resveratrol on
changes induced by high-fat feeding on clock genes in rats. Br. J. Nutr. 2013, 110, 1421–1428. [CrossRef]
[PubMed]

130. Sun, L.; Wang, Y.; Song, Y.; Cheng, X.-R.; Xia, S.; Rahman, M.R.T.; Shi, Y.; Le, G. Resveratrol restores
the circadian rhythmic disorder of lipid metabolism induced by high-fat diet in mice. Biochem. Biophys.
Res. Commun. 2015, 458, 86–91. [CrossRef]

131. Guo, R.; Zhao, B.; Wang, Y.; Wu, D.; Wang, Y.; Yu, Y.; Yan, Y.; Zhang, W.; Liu, Z.; Liu, X. Cichoric Acid Prevents
Free-Fatty-Acid-Induced Lipid Metabolism Disorders via Regulating Bmal1 in HepG2 Cells. J. Agric. Food
Chem. 2018, 66, 9667–9678. [CrossRef]

132. Gruenwald, J.; Freder, J.; Armbruester, N. Cinnamon and health. Crit. Rev. Food Sci. Nutr. 2010, 50, 822–834.
[CrossRef]

133. Oishi, K.; Yamamoto, S.; Oike, H.; Ohkura, N.; Taniguchi, M. Cinnamic acid shortens the period of the
circadian clock in mice. Biochem. Biophys. Rep. 2017, 9, 232–237. [CrossRef]

© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.jnutbio.2014.05.003
http://dx.doi.org/10.1038/srep24977
http://dx.doi.org/10.1016/j.jnutbio.2019.108221
http://dx.doi.org/10.3390/nu7053138
http://www.ncbi.nlm.nih.gov/pubmed/25942487
http://dx.doi.org/10.1016/j.bbadis.2017.04.009
http://www.ncbi.nlm.nih.gov/pubmed/28412321
http://dx.doi.org/10.1179/135100009X466131
http://www.ncbi.nlm.nih.gov/pubmed/19695122
http://dx.doi.org/10.1093/jn/138.9.1677
http://www.ncbi.nlm.nih.gov/pubmed/18716169
http://dx.doi.org/10.1017/S0007114513000755
http://www.ncbi.nlm.nih.gov/pubmed/23537522
http://dx.doi.org/10.1016/j.bbrc.2015.01.072
http://dx.doi.org/10.1021/acs.jafc.8b02147
http://dx.doi.org/10.1080/10408390902773052
http://dx.doi.org/10.1016/j.bbrep.2016.12.008
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Biological Rhythms (Circadian and Seasonal) 
	Molecular Mechanism 

	Chrononutrition 
	Definition 
	Macronutrients and Bioactives 
	Xenohormesis 

	Phenolic Compounds: Eating Patterns and Diseases 
	Phenolic Contents in Vegetable Products 
	Factors Affecting Polyphenol Composition 
	Polyphenols and Diseases 
	Eating Patterns 

	Mechanisms Implicated in the Modulation of Metabolism by Seasonal Consumption of Polyphenol-Rich Fruits 
	Circannual Rhythms 
	Circadian Rhythms 

	Conclusions 
	References

